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M: Marker JHiaé&oa P mirabilis @Y= - Extended spectrum beta-lactamase genes & saxa
beta-lactamase ¢l A ga ¥ e (YE-VV 5102V Y gAY) o) a dal) gladder  2000-100bp
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(blatem-3) (4 age e (VASY) B o sdall 5 452bp 4dsh @il i lactamase  (blatem-1) gene
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J-iay & Proteus  mirabilis A i <Y -4 Extended spectrum  beta-lactamase genes 4= saxa
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Species/Bbry

1, Proceus mirabilis Deta-lactamsse TEM-1 gene isolate §o.l

1, Pocens pizabilis betz-lactanase TM-1 gene islate %o.2

3. Proceus pirabilis Deta-lacvanase TRM-! gene (AVT28007.1)

‘4. Froteqs irabilis beva-lactimase THM-1 gene isolate Ko.l

3, Procens xirabilis Deta-lactanase THE-J gene isolate No.2

§. Klebsieila pnemmnize beta-lactamase TEV-3 (blalDd-3) gens (EG4SZ3.1
7, Frovens xizabilis bevs-lactanase TR0 gene isolace ol

¢, Frosens pizebilis beta-lactamase TEN-12 gene 1sclate 0.2 1
5, oy el tev-lecameee 10T et e sty ENRRHIRRN-
“;E. froteus izabiliz beta-lactansse TE-B9 gene isolate Wo.l

11, Provens mrabilis beta-lactamase TEM-23 gene isolate No.2

12, 2roteus mirabilis TEN-99 heta-lactamase (TEN-E9) gene (RDGOMD.Y)
13, Proceus mizebilis Deta-lactamase TEN-138 gene isolate Jo.l

14, Procens xizabilis bets-lactanase TRM-156 gene isolate Fo.2

15, Fovens moehlis teck-lacvnae TORISE (IATRCISH) e (BBULIHY
§, Frovens xizabilis beva-lactanase TEM-177 gene 1sclate Jo.l |

am

17, Proceus pizabilis beva-lactamase TEV-177 gene isolate No.2

|3

18, Troteus izabiliz beta-lactansse TRE-1TT (PIRTEN-177) geoe (MHESZ2SE.L)
19, Provens mzabilis beta-lactamase TEM-14(] gene isolate No.l
20, Froteus xizabilis beta-lactamase TEM-16) gene isolate Bo.2

-

21, Froteud pizebilis beta-lacramase TEM-140 (blalDM-160) gene (EFL36Y77.

(Multiple sequence alignment —A—ial) i) g8l Jled Cilibal 331 afa Jlali 3(7-4) Ji)
beta- ¢! PCR 3 —alill Jadedi J—s il (a—ad il (MEGAB) gal—iz pladi—uly analysis)

Ao gl Joded CililaaY 4l oSl Badl da | Pomirabilis 4—a g -2 lactamaserem gene
Y8 g el Pomirabilis  deagiss <V e 8 (%) Aaday Al (- blatem  genes) <
Bogall 5 alal NCBI-Genbank ciliall diy ad ga 4 ddawwadl P.mirabilis 4agis



48

17

12

26

B Proteus mirabilis beta-lactamase TEM-160 gene isolate No.2

42

24

L Proteus mirabilis beta-lactamase TEM-160 (blaTEM-160) gene (EF136377.1)
Proteus mirabilis beta-lactamase TEM-160 gene isolate No.1
A\ Proteus mirabilis beta-lactamase TEN gene isolate No.2

_|> Proteus mirabilis beta-lactamase TEM-1 gene isolate No.1

30

24 _|> Proteus mirabilis beta-lactamase TEN-1 gene (AY729027.1)
A Proteus mirabils beta-lactamase TEM-89 gene isolate No.2

_|> Proteus mirabilis TEM-89 beta-lactamase (TEN-89) gene (AY039040.1)

12

24 _|> Proteus mirabilis beta-lactamase TEM-89 gene isolate No.1
Proteus mirabilis beta-lactamase TEM-156 gene isolate No.1

— Proteus mirabilis beta-lactamase TEM-165 gene isolate No.2

81

27 L Proteus mirabilis beta-lactamase TEM-136 (blaTEM-136) gene (AM941159.1)
Proteus mirabilis beta-lactamase TEM-72 (blaTEM-72) gene (AF157413.1)
I Proteus mirabilis beta-lactamase TEM-T2 gene isolate No.2

94

30 L Proteus mirabilis beta-lactamase TEM-T2 gene isolate No.1
A Proteus mirabils bet-lactamase TEM-177 (blaTEM-177) gene (FN652295.1)
_|> Proteus mirabilis beta-lactamase TEM-177 gene isolate No.2

99

33 _|> Proteus mirabilis beta-lactamase TEM-177 gene isolate No.1
AKlebsiell pheumoniae beta-lactamase TEM-3 (blaTEM-3) gene (X64523.1)
_|> Proteus mirabilis beta-lactamase TEM-3 gene isolate No.2

34 LA Proteus mirabilis beta-lactamase TEM-3 gene isolate No.1
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